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AMAT1 Vaccine Components

THE PROJECT The PATH Malaria Vaccine Initiative (MVI) is collaborating with the Walter and Eliza

Exploring the Hall Institute of Medical Research (WEHI) to explore which variations of the AMA1
Possibilities of the protein—the most advanced blood-stage vaccine candidate component—have the

AMA1 Protein potential to be included in a vaccine that targets different strains of Plasmodium

falciparum malaria. WEHI also will explore the development of tools to measure AMAT-
specific antibodies for future application to vaccine trials.

THE POTENTIAL Malaria is a devastating disease that takes the lives of close to one million people

Advancing Vaccine every year. Pregnant women and children under five are at particularly severe risk.
Candidates into Malaria also causes illness and hospitalization among tens of millions of others in the

Clinical Trials developing world. Transmitted by the bite of the female Anopheles mosquito, this

parasitic infection further drains the economies of already desperately poor countries,
many of whose citizens exist on less than $2 per day. A vaccine is urgently needed to
help end the cycle of poverty made worse by malaria and to reduce the burden of
disease and death caused by this preventable disease.

AMA1 A vaccine can target several points during the life cycle of the malaria parasite.
Research Vaccines targeting the blood stage (merozoite) would prevent the parasite from
entering human red blood cells. Apical membrane antigen 1 (AMAT1), a protein found at
the apex of the blood stage of the malaria parasite, is the most advanced blood-stage
candidate. A vaccine that stimulates the production of AMAT1 antibodies would limit the
ability of the merozoites to infect and destroy red blood cells.

Antigenic polymorphism is an important mechanism by which malaria parasites evade
host immune responses. Vaccine strategies involving a single target antigen may have
their effectiveness limited by antigenic polymorphisms, which allow divergent parasites
to elude a vaccine's protective properties. AMAT1 is a polymorphic antigen and there is
concern that vaccines containing one or two strains of AMAT may not provide protec-
tion against the wide range of P. falciparum genotypes to be useful for controlling
malaria. Pursuing a strategy involving multiple allelic variants of a single antigen is one
way to overcome this mechanism of immune evasion.

Under this collaborative agreement, WEHI and MVI will explore AMAT variants that have




